Functional genetic variants in pre-miR-146a and 196a2 genes are associated with risk of lung cancer in North Indians.
To find the association of two pre-miRNA polymorphisms with risk of lung cancer in North Indians. Genotyping of 250 cases and 255 controls for miR-146a and miR-196a2 using PCR-RFLP. Heterozygous subjects showed a risk toward lung cancer (LC), especially for adenocarcinoma (OR: 1.82; 95% CI: 1.04-3.20; p = 0.03) in miR-146a gene. TT genotype for miR-196a2 gene also showed 3.2-fold risk toward LC and the risk was fivefold higher for squamous cell carcinoma. Survival rate was significantly lower in subjects with TT genotype as compared with the CC genotype in miR-196a2. Both the single nucleotide polymorphism variants showed a positive association toward risk of lung cancer.